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Figure S1. Root mean square error of cross validation (RMSECV, red) and root mean square error of calibration (RMSEC, 
blue), depending on the number of latent variables. The dashed lines indicate the selected number of latent variables for each 

individual PLS model. SAT: saturated fatty acids; MONO: monounsaturated fatty acids; PUFA: polyunsaturated fatty acids; 
UNSAT: unsaturated fatty acids; SCFA: short-chain fatty acids (C4–C10); MCFA: medium-chain fatty acids (C12–C16); 

LCFA: long-chain fatty acids (C17 and higher). 
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Figure S2. Loading plot of saturated fatty acids. 

 

 

Figure S3. Loading plot of monounsaturated fatty acids. 
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Figure S4. Loading plot of polyunsaturated fatty acids. 

 

 

Figure S5. Loading plot of unsaturated fatty acids. 
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Figure S6. Loading plot of short-chain fatty acids. 

 

 

Figure S7. Loading plot of medium-chain fatty acids. 
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Figure S8. Loading plot of long-chain fatty acids. 

 


